Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.113; data-to-parameter ratio = 13.9.
Related literature
For related crystal structures, see: Mustafa et al. (2011) ; Nan & Xing (2006) ; Xing & Nan (2005) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. There exist intramolecular H-bonding of C-H···O type (Table 1, Fig. 1 ) forming an S(5) and S(6) ring motifs (Bernstein et al., 1995) . There exist also intermolecular H-bondings of N-H···O type (Table 1, Experimental 2-(Diethylamino)ethyl 4-aminobenzoate hydrogen chloride (2.728 g, 10 mmol) was dissolved in distilled water (20 ml).
The pH of the solution was maintained strictly at 8 to 9 using 1 M Na 2 CO 3 solution. 4-Methyl sulfonyl chloride (1.906 g, 10 mmol) was then added to the solution while stirring at room temperature. On completion of the reaction the pH was adjusted to 1-2, using 1 N HCl while stirring. The precipitates obtained were filtered off, washed with distilled water, dried and subjected to re-crystallization using methanol to afford colorless prisms of (I). m.p. 343 K.
Refinement
The H atoms were positioned geometrically (N-H = 0.86 Å, C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl groups and x = 1.2 for all H atoms.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 View of the title compound with the atom numbering scheme. The thermal ellipsoids are drawn at the 50% probability level.
Figure 2
The partial packing (PLATON; Spek, 2009 ) which shows that molecules form polymeric chains extending along [010] direction. The H atoms not involved in H-bondings are omitted for clarity.
Methyl 4-{[(4-methylphenyl)sulfonyl]amino}benzoate
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

